Gene expression and tumor growth can be regulated by methylation levels of lysine residues on histones, which are controlled by histone lysine demethylases (KDMs). Series of benzo[b]tellurophene and benzo[b]selenophene compounds were designed and synthesized and they were evaluated for histone H3 lysine 9 demethylase (KDM4) inhibitory activity. Among the carbamates, alcohol and aromatic derivatives, tert-butyl benzo[b]tellurophen-2-ylmethylcarbamate (compound 1c) revealed KDM4 specific inhibitory activity in cervical cancer HeLa cells, whereas the corresponding selenium or oxygen substitute compounds did not display any inhibitory activity toward KDM4. Compound 1c also induced cell death in cervical and colon cancer but not in normal cells. Thus, compound 1c, a novel inhibitor of KDM4, constitutes a potential therapeutic and research tool against cancer.
Introduction
Benzofuran and benzothiophene are famous molecular frameworks that are oxygen-or sulfur-containing heterocycles. These frames provide useful ligands for more than one type of receptor or enzyme target via structural modifications, called privileged structure [1] [2] [3] [4] . The benzofuran structure is found in amiodarone (calcium, potassium, and sodium channels; antiarrhythmic), dronedarone (calcium, potassium, and sodium channels; antiarrhythmic), vilazodone (serotonin receptor; antidepressant), and many opioid drugs (opioid receptors; analgesic) [1, 3, 4] . Benzothiophene is part of raloxifene (estrogen receptor, osteoporosis in postmenopausal women), zileuton (5-lipoxygenase, asthma), sertaconazole (14α-demethylase, antifungal), and benocyclidine N-methyl-d-aspartate receptor (NMDAR), psychostimulant) [2] . These privileged structures serve as structural motif templates, which play important roles in medicinal chemistry.
Selenium and tellurium belong to the calcogens: The same periodic table group as oxygen and sulfur. They have been considered nonessential and toxic elements in the past. Recently, selenium has been found in the human body as selenoproteins like glutathione peroxidase (GPx), and organoselenium compounds including ebselen have been synthesized and evaluated for biological functions [5, 6] . Our group reported that the substitution of oxygen in flavonoid structures with selenium improves their antioxidant effect in vitro and in vivo [7] . Organotellurium compounds also are of interest, and several groups have reported their biological activities [8] [9] [10] [11] [12] . A vitamin E derivative containing tellurium mimicking the action of GPx shows catalytic antioxidant activity [13] . 2 of 14 Selenium-and tellurium-containing molecules are likely to be new privileged structures that could widen the molecular universe to find novel medicines for many unconquered targets.
Interestingly, ebselen and some selenium compounds have shown inhibitory activity toward histone H3 lysine 9 demethylase (KDM4) by ejection of structural Zn(II) [14] . Histone methylation performs an important role in the regulation of eukaryotic cellular systems such as transcriptional regulation, chromatin organization, and gene expression [15] [16] [17] . Methylation of specific lysine residues is regulated by histone methyltransferases (HMTs) and histone demethylases (KDMs) [15] . Lysine-specific demethylases, KDM proteins in the JmjC-domain-containing demethyalse (JMJD) family function as a 2-oxoglutarate-dependent Fe(II) oxygenase and catalyzes hydroxylation reactions [16] . Recent data indicate that abnormal expression of KDM4 proteins can promote the progression of cancer, including breast cancer, prostate cancer, and lymphomas [18] , and thus have emerged as potential therapeutic targets. For example, KDM4A-C are overexpressed at both the protein and mRNA levels in breast tumors, and their overexpression contributes to breast tumorigenesis by stimulating estrogen receptor α (ERα) activity [18] [19] [20] [21] . Overexpression of KDM4C increases the expression of the mouse double minute 2 (MDM2) oncogene in a manner dependent on its demethylase activity, leading to a decrease of tumor suppressor p53 target genes including proapoptotic genes [20] and to promotion of breast tumor growth [21] . Thus, KDM4 inhibitors represent potential selective cancer therapeutic agents for cancer treatment [22] [23] [24] [25] . Moreover, ebselen has a selenium-containing benzo-fused five-membered heterocycle, similar to that of benzofuran and benzothiophene, as its core structure. We set out to identify structurally unique, selective inhibitor of KDM4 in cancer cells, and based on the evidence above, we were inspired to synthesize benzo[b]selenophene and benzo[b]tellurophene compounds and evaluate their activity against KDMs. Especially, benzo[b]tellurophenes having carbamate or alcohol groups are novel compounds that have never been synthesized to our knowledge. Figure 1 depicts α-substituted benzo[b]tellurophenes and benzo[b]selenophenes (1) and our synthetic strategy for the preparation of these compounds. We expected to synthesize compound 1 by the ring cyclization of 2 with NaHTe/NaHSe [26] , which was obtained from the commercially available compound 1-bromo-2-iodobenzene, by a Sonogashira reaction. Herein, we prepared novel benzo[b]tellurophenes and benzo[b]selenophenes (1) and evaluated their inhibitory activity on KDM4. Selenium-and tellurium-containing molecules are likely to be new privileged structures that could widen the molecular universe to find novel medicines for many unconquered targets. Interestingly, ebselen and some selenium compounds have shown inhibitory activity toward histone H3 lysine 9 demethylase (KDM4) by ejection of structural Zn(II) [14] . Histone methylation performs an important role in the regulation of eukaryotic cellular systems such as transcriptional regulation, chromatin organization, and gene expression [15] [16] [17] . Methylation of specific lysine residues is regulated by histone methyltransferases (HMTs) and histone demethylases (KDMs) [15] . Lysine-specific demethylases, KDM proteins in the JmjC-domain-containing demethyalse (JMJD) family function as a 2-oxoglutarate-dependent Fe(II) oxygenase and catalyzes hydroxylation reactions [16] . Recent data indicate that abnormal expression of KDM4 proteins can promote the progression of cancer, including breast cancer, prostate cancer, and lymphomas [18] , and thus have emerged as potential therapeutic targets. For example, KDM4A-C are overexpressed at both the protein and mRNA levels in breast tumors, and their overexpression contributes to breast tumorigenesis by stimulating estrogen receptor α (ERα) activity [18] [19] [20] [21] . Overexpression of KDM4C increases the expression of the mouse double minute 2 (MDM2) oncogene in a manner dependent on its demethylase activity, leading to a decrease of tumor suppressor p53 target genes including proapoptotic genes [20] and to promotion of breast tumor growth [21] . Thus, KDM4 inhibitors represent potential selective cancer therapeutic agents for cancer treatment [22] [23] [24] [25] . Moreover, ebselen has a selenium-containing benzo-fused five-membered heterocycle, similar to that of benzofuran and benzothiophene, as its core structure. We set out to identify structurally unique, selective inhibitor of KDM4 in cancer cells, and based on the evidence above, we were inspired to synthesize benzo[b]selenophene and benzo[b]tellurophene compounds and evaluate their activity against KDMs. Especially, benzo[b]tellurophenes having carbamate or alcohol groups are novel compounds that have never been synthesized to our knowledge. Figure 1 depicts α-substituted benzo[b]tellurophenes and benzo[b]selenophenes (1) and our synthetic strategy for the preparation of these compounds. We expected to synthesize compound 1 by the ring cyclization of 2 with NaHTe/NaHSe [26] , which was obtained from the commercially available compound 1-bromo-2-iodobenzene, by a Sonogashira reaction. Herein, we prepared novel benzo[b]tellurophenes and benzo[b]selenophenes (1) and evaluated their inhibitory activity on KDM4. 
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Preparation of the benzo[b]tellurophene, benzo[b]selenophene, and benzo[b]
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Biological Evaluation
Effects of Compounds on Histone Methylation in cervical cancer HeLa Cells
All the prepared compounds were tested for inhibition of KDM4 in HeLa cells by immunoblot analysis of acid-extracted histones using antibodies specific for methylated histone H3 lysine 9 (H3K9me) (a substrate of KDM4) and in vitro histone demethylase assay. Human cervical cancer HeLa cells were cultured with 10 μM of 15 different benzo[b]tellurophen, benzo[b]selenophen, or benzo[b]furan derivatives for 24 h (Table 1 ) and we analyzed the methylated levels of H3K9 by immunoblotting. Levels of trimethylated H3K9 (H3K9me3) were semi-quantified relative to histone H3; the levels in the negative control (NC) groups were set to 1, and a >1.5-fold increase in H3K9me3 level was considered to indicate a significant inhibitory effect for KDM4. Based on immunoblot analysis, Benzo[b]tellurophene compounds 1c and 1i inhibited KDM4 activity as identified by increased H3K9me3 level compared to NC even when considering the effects of DMSO ( Figure 2 and Table 1 ). The carbamate compound 1c especially showed much significant inhibition, whereas the corresponding selenium compound 1m and oxygen compound 1q did not display any inhibitory activity toward KDM4 (Table 1) . Although the exact mechanisms of action of compound 1c or 1i are not clear, our present results show that the benzo[b]tellurophene structure is critical to inhibition of KDM4 activity.
To date, two possible mechanisms of KDM inhibition are known. Inhibitors adhere to the binding site of oxo-glutarate or the zinc binding region of KDMs. Both of these inhibition mechanisms are mediated by nonbonding interactions with the metal (Fe or Zn) coexisting with KDMs. Oxygen, selenium, and tellurium have six valence electrons, but tellurium has the lowest electronegativity of these. For this reason, tellurium is more easily coordinated with metals. Nitrogen or oxygen atoms of carbamate groups also can interact with metals. Tellurium and the carbamate moiety of compound 1c might interact with metals by bi-or tri-dentate modes. Thus, they could be stronger inhibitors of KDM4 than 1a. From the result that other carbamate derivatives (1d-g) show weak inhibition activity, we conclude that the tertiary-butyl group of 1c might be the most effective structure for inhibiting KDM4. A partial charge between carbon-and a halogen (δ + -δ − ) has the potential to interact with polar atoms near the molecule. The KDM4 inhibition activity of compound 1i may be due to an additional 
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Effects of Compounds on Histone Methylation in cervical cancer HeLa Cells
To date, two possible mechanisms of KDM inhibition are known. Inhibitors adhere to the binding site of oxo-glutarate or the zinc binding region of KDMs. Both of these inhibition mechanisms are mediated by nonbonding interactions with the metal (Fe or Zn) coexisting with KDMs. Oxygen, selenium, and tellurium have six valence electrons, but tellurium has the lowest electronegativity of these. For this reason, tellurium is more easily coordinated with metals. Nitrogen or oxygen atoms of carbamate groups also can interact with metals. Tellurium and the carbamate moiety of compound 1c might interact with metals by bi-or tri-dentate modes. Thus, they could be stronger inhibitors of KDM4 than 1a. From the result that other carbamate derivatives (1d-g) show weak inhibition activity, we conclude that the tertiary-butyl group of 1c might be the most effective structure for inhibiting KDM4. A partial charge between carbon-and a halogen (δ + -δ − ) has the potential to interact with polar atoms near the molecule. The KDM4 inhibition activity of compound 1i may be due to an additional 1.63 * Activity is noted as the relative H3K9me3 level normalized to histone H3 levels compared to NC group.
Biological Evaluation
Effects of Compounds on Histone Methylation in cervical cancer HeLa Cells
All the prepared compounds were tested for inhibition of KDM4 in HeLa cells by immunoblot analysis of acid-extracted histones using antibodies specific for methylated histone H3 lysine 9 (H3K9me) (a substrate of KDM4) and in vitro histone demethylase assay. Human cervical cancer HeLa cells were cultured with 10 µM of 15 different benzo[b]tellurophen, benzo[b]selenophen, or benzo[b]furan derivatives for 24 h (Table 1 ) and we analyzed the methylated levels of H3K9 by immunoblotting. Levels of trimethylated H3K9 (H3K9me3) were semi-quantified relative to histone H3; the levels in the negative control (NC) groups were set to 1, and a >1.5-fold increase in H3K9me3 level was considered to indicate a significant inhibitory effect for KDM4. Based on immunoblot analysis, Benzo[b]tellurophene compounds 1c and 1i inhibited KDM4 activity as identified by increased H3K9me3 level compared to NC even when considering the effects of DMSO ( Figure 2 and Table 1 ). The carbamate compound 1c especially showed much significant inhibition, whereas the corresponding selenium compound 1m and oxygen compound 1q did not display any inhibitory activity toward KDM4 (Table 1) . Although the exact mechanisms of action of compound 1c or 1i are not clear, our present results show that the benzo[b]tellurophene structure is critical to inhibition of KDM4 activity.
To date, two possible mechanisms of KDM inhibition are known. Inhibitors adhere to the binding site of oxo-glutarate or the zinc binding region of KDMs. Both of these inhibition mechanisms are mediated by nonbonding interactions with the metal (Fe or Zn) coexisting with KDMs. Oxygen, selenium, and tellurium have six valence electrons, but tellurium has the lowest electronegativity of these. For this reason, tellurium is more easily coordinated with metals. Nitrogen or oxygen atoms of carbamate groups also can interact with metals. Tellurium and the carbamate moiety of compound 1c might interact with metals by bi-or tri-dentate modes. Thus, they could be stronger inhibitors of KDM4 than 1a. From the result that other carbamate derivatives (1d-g) show weak inhibition activity, we conclude that the tertiary-butyl group of 1c might be the most effective structure for inhibiting KDM4. A partial charge between carbon-and a halogen (δ + -δ − ) has the potential to interact with polar atoms near the molecule. The KDM4 inhibition activity of compound 1i may be due to an additional interaction between the ortho-trifluoromethyl substitution of the phenyl group and polar residues of the protein. However, the compound with a meta-chloro substituted phenyl ring (1k) showed no different activity than the compound with a simple phenyl ring (1a). Compounds (1b,h,j), which have heteroatoms at a three-bond distance from tellurium that could interact with metal, did not sufficiently inhibit KDM4. Therefore, we have selected 1c as the most potent candidate through the above considerations. interaction between the ortho-trifluoromethyl substitution of the phenyl group and polar residues of the protein. However, the compound with a meta-chloro substituted phenyl ring (1k) showed no different activity than the compound with a simple phenyl ring (1a). Compounds (1b,h,j), which have heteroatoms at a three-bond distance from tellurium that could interact with metal, did not sufficiently inhibit KDM4. Therefore, we have selected 1c as the most potent candidate through the above considerations. Figure 2 . Effects of various compounds on histone H3 lysine 9 (H3K9) methylation. Cervical cancer HeLa cells were treated with negative control (NC), 0.1% DMSO, or 10 μM of the indicated compounds. After 24 h, histones extracted from HeLa cells were resolved on a 15% SDSpolyacrylamide gel. Immunoblotting was performed with anti-pan histone H3, anti-H3K9me3, anti-H3K9me2, and anti-H3K3me1 antibodies. Levels of H3K9me were semi-quantified relative to H3, with the levels in the NC groups set at 1. Histone H3 is shown as an equal loading control.
To further confirm the potency and specificity of compound 1c as a KDM4 inhibitor, we tested other histone modifications as well as histone H3 lysine 9 (H3K9) methylation by immunoblot analysis. Treatment of HeLa cells with 1c (10 μM) led to a substantial increase in global H3K9me3 levels, which signifies the accumulation of methylated lysine by inhibition of the demethylation process of KDM4 ( Figure 3A) . We also tested the expression levels of four different KDM4 (KDM4A-D) proteins in HeLa cells ( Figure 3B ). Levels of monomethylated and dimethylated H3K9 (H3K9me2/me1), which are specifically demethylated by KDM3, were not increased by 1c, allowing us to conclude that 1c is not an inhibitor of KDM3. Compound 1c did not influence the methylation of other lysine residues such as K27, K4, or K36 of histone H3. Because KDM6, KDM5, and KDM2/7 demethylate histones H3K27, H3K4, and H3K36, respectively, this result suggests that 1c does not inhibit KDM6, KDM5, or KDM2/7. In addition, 1c did not affect histone H3 acetylation by histone acetyltransferase (Ace-H3 in Figure 3A ). This finding indicates that 1c can selectively inhibit KDM4 activity. Figure 2 . Effects of various compounds on histone H3 lysine 9 (H3K9) methylation. Cervical cancer HeLa cells were treated with negative control (NC), 0.1% DMSO, or 10 µM of the indicated compounds. After 24 h, histones extracted from HeLa cells were resolved on a 15% SDS-polyacrylamide gel. Immunoblotting was performed with anti-pan histone H3, anti-H3K9me3, anti-H3K9me2, and anti-H3K3me1 antibodies. Levels of H3K9me were semi-quantified relative to H3, with the levels in the NC groups set at 1. Histone H3 is shown as an equal loading control.
To further confirm the potency and specificity of compound 1c as a KDM4 inhibitor, we tested other histone modifications as well as histone H3 lysine 9 (H3K9) methylation by immunoblot analysis. Treatment of HeLa cells with 1c (10 µM) led to a substantial increase in global H3K9me3 levels, which signifies the accumulation of methylated lysine by inhibition of the demethylation process of KDM4 ( Figure 3A) . We also tested the expression levels of four different KDM4 (KDM4A-D) proteins in HeLa cells ( Figure 3B ). Levels of monomethylated and dimethylated H3K9 (H3K9me2/me1), which are specifically demethylated by KDM3, were not increased by 1c, allowing us to conclude that 1c is not an inhibitor of KDM3. Compound 1c did not influence the methylation of other lysine residues such as K27, K4, or K36 of histone H3. Because KDM6, KDM5, and KDM2/7 demethylate histones H3K27, H3K4, and H3K36, respectively, this result suggests that 1c does not inhibit KDM6, KDM5, or KDM2/7. In addition, 1c did not affect histone H3 acetylation by histone acetyltransferase (Ace-H3 in Figure 3A ). This finding indicates that 1c can selectively inhibit KDM4 activity.
KDM4 Inhibitory Assays
To directly monitor the potency of 1c against KDM4, we tested its effect on the demethylase activity of recombinant KDM4A on a H3K9me3 peptide using a formaldehyde dehydrogenase (FDH)-coupled assay. Consistent with immunoblotting, the compound 1c demonstrated concentration-dependent inhibition of KDM4 enzymatic activity with an IC 50 of 30.24 ± 4.60 µM, as illustrated in Figure 3C . These results strongly imply that 1c can specifically inhibit histone H3 lysine 9 demethylase KDM4. Immunoblotting was performed with anti-pan histone H3, anti-H3K9me3, anti-H3K9me2, anti-H3K3me1, anti-H3K27me3, anti-H3K4me3, anti-H3K36me3, and anti-ace-H3 antibodies. Levels of H3K9me and ace-H3 were semi-quantified relative to H3 and the levels in the DMSO groups were set at 1. Histone H3 is shown as an equal loading control. (B) Expression levels of KDM4 proteins in HeLa cells. (C) Inhibitory data (IC50) of KDM4 demethylation activity by 1c. Formaldehyde dehydrogenase (FDH)-coupled demethylase assay was used for IC50 determination. Data are expressed as mean ± SD from three independent experiments.
To directly monitor the potency of 1c against KDM4, we tested its effect on the demethylase activity of recombinant KDM4A on a H3K9me3 peptide using a formaldehyde dehydrogenase (FDH)-coupled assay. Consistent with immunoblotting, the compound 1c demonstrated concentration-dependent inhibition of KDM4 enzymatic activity with an IC50 of 30.24 ± 4.60 μM, as illustrated in Figure 3C . These results strongly imply that 1c can specifically inhibit histone H3 lysine 9 demethylase KDM4.
Effects of 1c on Cytotoxicity of Human Cervical HeLa and Colon LoVo Cancer Cells
As KDM4 is deregulated in cancer, we examined the anticancer potential of 1c. To determine the specificity of 1c for cancer cells, we conducted cell viability assays in cervical cancer HeLa cells, colon cancer LoVo cells, and normal human foreskin fibroblast BJ cells using MTT assays. Compound 1c decreased the viability of HeLa and LoVo cells but not BJ cells (Figure 4 ). This finding suggests that KDM4-selective inhibition by compound 1c only induces cell death in transformed but not normal cells. Immunoblotting was performed with anti-pan histone H3, anti-H3K9me3, anti-H3K9me2, anti-H3K3me1, anti-H3K27me3, anti-H3K4me3, anti-H3K36me3, and anti-ace-H3 antibodies. Levels of H3K9me and ace-H3 were semi-quantified relative to H3 and the levels in the DMSO groups were set at 1. Histone H3 is shown as an equal loading control. (B) Expression levels of KDM4 proteins in HeLa cells. (C) Inhibitory data (IC 50 ) of KDM4 demethylation activity by 1c. Formaldehyde dehydrogenase (FDH)-coupled demethylase assay was used for IC 50 determination. Data are expressed as mean ± SD from three independent experiments.
As KDM4 is deregulated in cancer, we examined the anticancer potential of 1c. To determine the specificity of 1c for cancer cells, we conducted cell viability assays in cervical cancer HeLa cells, colon cancer LoVo cells, and normal human foreskin fibroblast BJ cells using MTT assays. Compound 1c decreased the viability of HeLa and LoVo cells but not BJ cells (Figure 4 ). This finding suggests that KDM4-selective inhibition by compound 1c only induces cell death in transformed but not normal cells. 
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General Remarks. All reagents were purchased from commercial sources and used as received without purification. Reactions were monitored by thin-layer chromatography on 0.25 mm silica plate (F-254) visualizing with UV light (254 nm) and KMnO4 solution. Flash chromatography was performed using silica gel (230-400 mesh) with hexanes and EtOAc as eluent. 1 H and 13 C NMR spectra were recorded on Agilent 400 MHz NMR spectrometer. Chemical shifts (δ) are reported in parts per million (ppm), and coupling constants (J) are expressed in hertz (Hz). IR spectra were recorded on FT-IR using diamond attenuated total reflection (ATR) technique and were described as wavenumbers (cm −1 ). High resolution mass spectrometry (HRMS) were measured with electrospray ionization (ESI) and quadrupole time of flight (Q-TOF) mass analyzer. Physicochemical properties were generated by CS ChemProp. Cellular fluorescence was measured with multi-plate reader (Tecan, Männedorf, Switzerland) at 490 nm/520 nm. NMR spectra of compound 1a-1q is provided as supplementary materials.
General Procedure for the Preparation of Compounds 2a, 2b, and 3
To a solution of acetylene compounds (3.6 mmol) in toluene (20 mL), piperidine (4 mL), 1-bromo-2-iodobenzene (1.27 g, 3.6 mmol), PdCl2(Ph3P)2 (127 mg, 0.2 mmol), and CuI (35 mg, 0.2 mmol) were added, which was then stirred at 45 °C for 4 hours. After the mixture was cool, water was added and the resulting mixture was extracted with methylene chloride. The combined organic layers were washed with water and brine, then dried over MgSO4, filtered, and concentrated in vacuo. The residue was purified by flash column chromatography using n-hexane: ethyl acetate = 5:1 as the eluent. 
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General Procedure for the Preparation of Compounds 2a, 2b, and 3
To a solution of acetylene compounds (3.6 mmol) in toluene (20 mL), piperidine (4 mL), 1-bromo-2-iodobenzene (1.27 g, 3.6 mmol), PdCl 2 (Ph 3 P) 2 (127 mg, 0.2 mmol), and CuI (35 mg, 0.2 mmol) were added, which was then stirred at 45 • C for 4 hours. After the mixture was cool, water was added and the resulting mixture was extracted with methylene chloride. The combined organic layers were washed with water and brine, then dried over MgSO 4 , filtered, and concentrated in vacuo. The residue was purified by flash column chromatography using n-hexane: ethyl acetate = 5:1 as the eluent. Piperidine (2 mL), PdCl 2 (Ph 3 P) 2 (35 mg, 0.05 mmol), and CuI (9.5 mg, 0.05 mmol) were added to a mixture of 1-Bromo-2-ethynylbenzene (4) (300 mg, 1.7 mmol) and iodoaryl compounds (1.1 mmol) in toluene (10 mL). The reaction mixture was stirred at 45 • C for 4 hours. After the mixture was cooled, water was added and the resulting mixture was extracted with methylene chloride. The combined organic layers were washed with water and brine, then dried over MgSO 4 , filtered, and concentrated in vacuo. The residue was purified by flash column chromatography using n-hexane as the eluent. A solution of NaHTe (0.6 mmol) which was freshly prepared from tellurium powder (47 mg) and NaBH 4 (22 mg) in DMF (0.5 mL) was added to a solution of compound 2 (0.4 mmol) in DMF (4 mL) at 100 • C. The reaction mixture was stirred at 100 • C overnight. After addition of water, the aqueous mixture was extracted with methylene chloride. The organic layers were washed with water and brine, then dried over MgSO 4 , filtered, and concentrated in vacuo. The residue was purified by flash column chromatography using n-hexane or n-hexane /ethyl acetate as the eluent. Statistical significances were determined by one-way analysis of variance with post hoc analysis using Tukey's multiple comparison test. p < 0.05 was considered to indicate a statistically significant difference.
Conclusions
In conclusion, benzo[b]tellurophene, benzo[b]selenophene, and benzo[b]furan compounds were efficiently synthesized and evaluated for their histone demethylase inhibition activity. In particular, carbamate derivatives of benzo[b]tellurophene are newly synthesized novel compounds, and novel carbamate derivative compound 1c exhibited a specific KDM4 inhibitory activity, without affecting the activity of other histone modifying enzymes. We also confirmed that compound 1c induced selective cell death in cancer cells, but it is not cytotoxic to normal human cells. Compound 1c is therefore valuable for further biological investigation, particularly with regard to KDM4 inhibition, and it has potential to be an anticancer agent. This is the first report on the biological activity of benzo[b]tellurophene derivatives and the study of the mechanism of benzo[b]tellurophene inhibition of KDM4 is ongoing. The newly synthesized benzo[b]tellurophene or benzo[b]selenophene can be provided as a novel molecular framework that is similar to but distinct from benzofuran or benzothiophene.
